Whole genome analysis of Bizionia argentinensis: the white genome project
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Background

The psicrotolerant bacteria Bizionia argentinesis (BA) was isolated from the National Antarctic Territory [1]
as part of the "White Genome" Project in collaboration with Bio Sidus and the Argentine Antarctic Institute.
We present here the annotation of the whole genome shotgun and a through analysis of the protein
profiles and the biochemical pathways.

Results

We analyzed the general metabolic behavior of the bacteria and found systems that explain the adaptation
of the organism to low temperatures, as well as the presence of at least four 'cold-shock protein' coding
sequences (KEGG ORTHOLOGY: K03704) that works at transcription level. Also, were found an
important number of genes in common with other well known psicrofilic organisms like Flavobacterium
psychrophilum [2] and the psicrotolerant Gramella forsetii[3], which share with BA an extensive hydrolytic
capability to transform sedimentary organic nitrogen in NH4+ and N2, to collaborate in the geochemical
cycle of nitrogen.

Conclusions

This bacteria can tolerate temperatures around the 0°C, due to the presence of mechanisms that allow
biological systems to adapt themselves to this particular life conditions and the capacity to hydrolyze
sedimentary organic nitrogen.
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